and G. C. C. Chen, Biochem. Biophys. Res. Commun. 18:788, 1965 ) and subsequent selection on minimal agar containing 0.01 AM thiamine.
Among those mutants obtained, a mutant (KG167) and its Hfr strain (KG1673) were defective in thiamine phosphate pyrophosphorylase (Table 1 ). The activity of the other three enzymes was comparable with those in a mutant of E. coli W auxotrophic for the thiazole moiety (26-43), which was grown under the same condition of thiamine limitation as used for KG1673. Mapping on the chromosome of thi, which contains the mutation affecting the enzyme described above, was In a preliminary experiment to locate the thi locus, W4573 (F-ara-thi+ xyl-mal-gal-lacstr-r) was used as a partner in a cross with KG1673 (Hfr ara+ thi-xyl+ mal+ gal+ lac+ str-s). Recombinants of ara+ str-r, xyl+ str-r, and mal+ str-r) were selected on appropriate EMB-sugaragar (J. Lederberg, Methods Med. Res. 3:5, 1950) containing streptomycin (100 ,g/ml) and were purified twice on the same agar medium. Over VOL. 95, 1968 NOTES were then purified twice on the same agar medium. Overnight cultures of the recombinants in minimal liquid medium supplemented with appropriate amino acids plus 0.01 ,uM thiamine were streaked on minimal agar with appropriate amino acids in the presence or absence of thiamine. After overnight incubation at 37 C, unselected markers were scored ( Table 2 ). The thi gene corresponding to the mutation in KG1673 was found to be very closely linked to the arg and met genes, which are located just adjacent to the thi gene already 1485 known, but not to the ilv gene. This result indicates that the structural gene for thiamine phosphate pyrophosphorylase is linked to the thi gene and is probably involved in a small region including the thi gene already mapped on the chromosome of E. coli.
